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955-12 
SEQUENCE LISTING 



<110> Basson, Craig 

<120> Transcription Factors that Regulate Normal and Malignant Cell Growth 

<130> 955-12P 

<160> 15 

<170> Patentln version 3.0 

<210> 1 

<211> 349 

<212> PRT 

<213> Homo sapiens 



<400> 1 

Met Ala Asp Ala Asp Glu Gly Phe Gly Leu Ala His Thr Pro Leu Glu 
15 10 15 

Pro Asp Ala Lys Asp Leu Pro Cys Asp Ser Lys Pro Glu Ser Ala Leu 
20 25 30 

Gly Ala Pro Ser Lys Ser Pro Ser Ser Pro Gin Ala Ala Phe Thr Gin 
35 40 45 

Gin Gly Met Glu Gly lie Lys Val Phe Leu His Glu Arg Glu Leu Trp 
50 55 60 

Leu Lys Phe His Glu Val Gly Thr Glu Met He He Thr Lys Ala Gly 
65 70 75 80 

Arg Arg Met Phe Pro Ser Tyr Lys Val Lys Val Thr Gly Leu Asn Pro 
85 "* 90 ~ 95 

Lys Thr Lys Tyr He Leu Leu Met Asp He Val Pro Ala Asp Asp His 
100 105 110 

Arg Tyr Lys Phe Ala Asp Asn Lys Trp Ser Val Thr Gly Lys Ala Glu 
115 120 125 
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Pro Ala Met Pro Gly Arg Leu Tyr Val His Pro Asp Ser Pro Ala Thr 
130 135 140 

Gly Ala His Trp Met Arg Gin Leu Val Ser Phe Gin Lys Leu Lys Leu 
145 150 155 160 

Thr Asn Asn His Leu Asp Pro Phe Gly His lie lie Leu Asn Ser Met 
165 170 175 

His Lys Tyr Gin Pro Arg Leu His lie Val Lys Ala Asp Glu Asn Asn 
180 185 190 

.Gly Phe Gly Ser Lys Asn Thr Ala Phe Cys Thr His Val Phe Pro Glu 
195 " 200 ~ 205 

Thr Ala Phe lie Ala Val Thr Ser Tyr Gin Asn His Lys lie Thr Gin 
210 215 220 

Leu Lys lie Glu Asn Asn Pro Phe Ala Lys Gly Phe Arg Gly Ser Asp 
225 " 230 235 240 

Asp Met Glu Leu His Arg Met Ser Arg Met Gin Ser Lys Glu Tyr Pro 
245 250 255 

Val Val Pro Arg Ser Thr Val Arg Gin Lys Val Ala Ser Asn His Ser 
260 265 270 

Pro Phe Ser Ser Glu Ser Arg Ala Leu Ser Thr Ser Ser Asn Leu Gly 
275 280 285 

Ser Gin Tyr Gin Cys Glu Asn Gly Val Ser Gly Pro Ser Gin Asp Leu 
290 295 300 

Leu Pro Pro Pro Asn Pro Tyr Pro Leu Pro Gin Glu His Ser Gin lie 
305 310 315 320 

Tyr His Cys Thr Lys Arg Lys Gly Glu Cys Asp His Pro Trp Ser lie 
325 330 335 

Cys Phe Leu Ser Tyr Leu Phe Leu Ser Leu Gly Trp Gly 
340 345 

<210> 2 

<211> 1050 

<212> DNA 

<213> Homo sapiens 



<400> 2 

atggccgacg cagacgaggg ctttggcctg 
gacctgccct gcgattcgaa acccgagagc 
tccccgcagg ccgccttcac ccagcagggc 



gcgcacacgc ctctggagcc tgacgcaaaa 

gcgctcgggg cccccagcaa gtccccgtcg 

atggagggaa tcaaagtgtt tctccatgaa 
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agagaactgt ggctaaaatt ccacgaagtg ggcacggaaa tgatcataac caaggctgga 240 

aggcggatgt ttcccagtta caaagtgaag gtgacgggcc ttaatcccaa aacgaagtac 300 

attcttctca tggacattgt acctgccgac gatcacagat acaaattcgc agataataaa 360 

tggtctgtga cgggcaaagc tgagcccgcc atgcctggcc gcctgtacgt gcacccagac 420 

tcccccgcca ccggggcgca ttggatgagg cagctcgtct ccttccagaa actcaagctc 4 80 

accaacaacc acctggaccc atttgggcat attattctaa attccatgca caaataccag 540. 

.cctagattac acatcgtgaa agcggatgaa aataatggat ttggctcaaa aaatacagcg 600 

ttctgcactc acgtctttcc tgagactgcg tttatagcag tgacttccta ccagaaccac 660 

'aagatcacgc aattaaagat tgagaataat ccctttgcca aaggatttcg gggcagtgat 720 

gacatggagc tgcacagaat gtcaagaatg caaagtaaag aatatcccgt ggtccccagg 780 

agcaccgtga ggcaaaaagt ggcctccaac cacagtcctt tcagcagcga gtctcgagct 840 

ctctccacct catccaattt ggggtcccaa taccagtgtg agaatggtgt ttccggcccc 900 

tcccaggacc tcctgcctcc acccaaccca tacccactgc cccaggagca tagccaaatt 960 

taccattgta ccaagaggaa aggtgagtgt gatcacccct ggtcaatttg ctttctttct 1020 

taccttttcc tttccttggg ttgggggtga 1050 

<210> 3 

<211> 518 

<212> PRT 

<213> Homo sapiens 



<400> 3 

Met Ala Asp Ala Asp Glu Gly Phe Gly Leu Ala His Thr Pro Leu Glu 
15 10 15 

Pro Asp Ala Lys Asp Leu Pro Cys Asp Ser Lys Pro Glu Ser Ala Leu 
20 25 ^ 30 

Gly Ala Pro Ser Lys Ser Pro Ser Ser Pro Gin Ala Ala Phe Thr Gin 
35 40 45 

Gin Gly Met Glu Gly He Lys Val Phe Leu His Glu Arg Glu Leu Trp 
50 55 60 

Leu Lys Phe His Glu Val Gly Thr Glu Met He He Thr Lys Ala Gly 
65 70 75 80 

Arg Arg Met Phe Pro Ser Tyr Lys Val Lys Val Thr Gly Leu Asn Pro 
85 90 95 
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Lys Thr 
Arg Tyr 



Lys Tyr lie Leu 
100 

Lys Phe Ala Asp 
115 



Leu Met Asp lie Val Pro Ala Asp Asp His 
105 110 

Asn Lys Trp Ser Val Thr Gly Lys Ala Glu 
120 125 



Pro Ala 
130 

Gly Ala 
145 



Met Pro Gly Arg 



His Trp Met Arg 
150 



Leu Tyr Val His Pro Asp Ser Pro Ala Thr 
135 140 

Gin Leu Val Ser Phe Gin Lys Leu Lys Leu 
155 ^ 160 



Thr Asn Asn His Leu Asp Pro Phe Gly 
165 



His lie lie Leu Asn Ser Met 
170 175 



His Lys 
Gly Phe 



Tyr Gin Pro Arg 
180 

Gly Ser Lys Asn 
195 



Leu His lie Val Lys Ala Asp Glu Asn Asn 
185 190 

Thr Ala Phe Cys Thr His Val Phe Pro Glu 
200 205 



Thr Ala 
210 



Phe He Ala Val 



Thr Ser Tyr Gin Asn His Lys He Thr Gin 
215 220 



Leu Lys He Glu Asn Asn 
225 230 



Pro Phe Ala Lys Gly Phe Arg Gly Ser Asp 
235 240 



Asp Met Glu Leu His Arg Met Ser Arg 
245 



Met Gin Ser Lys Glu Tyr Pro 
250 255 



Val Val Pro Arg Ser Thr Val Arg Gin 
260 265 



Pro Phe Ser Ser Glu Ser 
275 



Ser Gin 
290 



Tyr Gin Cys Glu 



Arg Ala Leu 
280 

Asn Gly Val 
295 



Lys Val Ala Ser Asn His Ser 
270 

Ser Thr Ser Ser Asn Leu Gly 
285 

Ser Gly Pro Ser Gin Asp Leu 
300 



Leu Pro 
305 

Tyr His 
Pro Tyr 
Phe Tyr 



Arg Thr 
370 



Pro Pro Asn Pro 
310 

Cys Thr Lys Arg 
325 

Lys Lys Pro Tyr 
34 0 

Arg Ser Ser Tyr 
355 

Glu Ser Ala Gin 



Tyr Pro Leu Pro Gin Glu His Ser Gin He 
315 320 

Lys Glu Glu Glu Cys Ser Thr Thr Asp His 
330 335 

Met Glu Thr Ser Pro Ser Glu Glu Asp Ser 
345 350 

Pro Gin Gin Gin Gly Leu Gly Ala Ser Tyr 
360 365 

Arg Gin Ala Cys Met Tyr Ala Ser Ser Ala 
375 380 



Pro Pro 
385 



Ser Glu Pro Val 
390 



Pro Ser Leu Glu Asp He Ser Cys Asn Thr 
395 400 



Trp Pro Ser Met Pro Ser Tyr Ser Ser 



Cys Thr Val Thr Thr Val Gin 
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405 410 415 

Pro Met Asp Arg Leu Pro Tyr Gin His Phe Ser Ala His Phe Thr Ser 
420 425 430 

Gly Pro Leu Val Pro Arg Leu Ala Gly Met Ala Asn His Gly Ser Pro 
435 440 445 

Gin Leu Gly Glu Gly Met Phe Gin His Gin Thr Ser Val Ala His Gin 
450 455 460 

Pro Val Val Arg Gin Cys Gly Pro Gin Thr Gly Leu Gin Ser Pro Gly 
.465 470 475 480 

Thr Leu Gin Pro Pro Glu. Phe Leu Tyr Ser His Gly Val Pro Arg Thr 
485 490 495 

Leu Ser Pro His Gin Tyr His Ser Val His Gly Val Gly Met Val Pro 
500 ~ 505 ^ ^ 510 

Glu Trp Ser Asp Asn Ser 
515 

<210> 4 

<211> 1557 

<212> DNA 

<213> Homo sapiens 



<400> 4 

atggccgacg cagacgaggg ctttggcctg gcgcacacgc ctctggagcc tgacgcaaaa 60 

gacctgccct gcgattcgaa acccgagagc gcgctcgggg cccccagcaa gtccccgtcg 120 

tccccgcagg ccgccttcac ccagcagggc atggagggaa tcaaagtgtt tctccatgaa 180 

agagaactgt ggctaaaatt ccacgaagtg ggcacggaaa tgatcataac caaggctgga ■ 240 

aggcggatgt ttcccagtta caaagtgaag gtgacgggcc ttaatcccaa aacgaagtac 300 

attcttctca tggacattgt acctgccgac gatcacagat acaaattcgc agataataaa 360 

tggtctgtga cgggcaaagc tgagcccgcc atgcctggcc gcctgtacgt gcacccagac 420 

tcccccgcca ccggggcgca ttggatgagg cagctcgtct ccttccagaa actcaagctc 480 

accaacaacc acctggaccc atttgggcat attattctaa attccatgca caaataccag 540 

cctagattac acatcgtgaa agcggatgaa aataatggat ttggctcaaa aaatacagcg 600 

ttctgcactc acgtctttcc tgagactgcg tttatagcag tgacttccta ccagaaccac 660 

aagatcacgc aattaaagat tgagaataat ccctttgcca aaggatttcg gggcagtgat 720 

gacatggagc tgcacagaat gtcaagaatg caaagtaaag aatatcccgt ggtccccagg 780 
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a ana prat rra 

u y v— • u v_< y i— y o. 


ncrpaaaaant 


anccf rpaar 


\-< CI C3. y L. V_, I_ L, 


ciyv_,ciy\_-yci 


n"h <*"•+■ rr ^ rr t" 
y uutuyay ll 


R4 n 


ct ct ccacct 


catccaattt 


^ ^ ^* t* t-J- 


tappan1~ci"t~n 


ci y a C3. i_ y y L. y i_ 




QOO 


tcpcacraapc 

L- >w V_-x \_J <Jt 


tcctcrpptpp 


V__^ V__* V___- C_4. V__^ V__* V-* C-A 


f sppparlrfr 

— . cl v_» v_» v_ a. \w i— y v_* 


PPPPrTrT;=4n'r , ;3 


Lay ^Uaaa L, i_ 


QfiO 

Zf\J\J 


1" a rcat t crt a 


V__* c* ^ V-J ^ t-4 C-* 


aaacrcraacraa 


t" crt irrarra 


uay aL/^a L.v_*\-» 


v_-_.ci Laay aay 


109 0 

_L VJ __, U 


ppptapatficr 


acrapatpapp 


parrtrraanaa 

VjQU l y a a u aa 


nattPP"t~1~Pl~ 


auv^y l l ay 


u ct Uv_-0ci\_-ciy 


i nan 

1UOU 


parTparrnrrpp 


f"^r^T^r't~rT^ , ^''l~^ , 

L y v-j tj l_ y V_ L. v_ 




y a. y LLyyua^ 


ciyoyyv_,ctctyv_, 


-f- 4* rrpa t" rr"H zi 4~ 
L LyL-ciLgLclI. 


1 1 a n 


crppap/ptptcr 


rcrrrrTTracr 

v_,v—v_*v_^Vw«^ciy 


L/vj ay ^l. — • y 


UL.uciy i_ a. y 




p 1 "h rr o a r" 1 a rrt 
o i_y v_-a.a.\-.civ_,y 


1 900 

1-.UU 


tcrcrppaacrpa 


, l"rrrri"'l"rr't"fl 


\_.ciy\_.ciyv_.i_-y^ 


CH_-v_»y L. \_- d \_. Cl 


o i_»y Ly uay l. v_ 


\— ct uyycu—ctyy 


I9 60 
1_DU 


ctaccctacc 


agcacttctc 


cgctcacttc 


acctcggggc 


ccctggtccc 


tcggctggct 


1320 


ggcatggcca 


accatggctc 


cccacagctg 


ggagagggaa 


tgttccagca 


ccagacctcc 


1380 


gtggcccacc 


agcctgtggt 


caggcagtgt 


gggcctcaga 


ctggcctgca 


gtcccctggc 


1440 


acccttcagc 


cccctgagtt 


cctctactct 


catggcgtgc 


caaggactct 


atcccctcat 


1500 


cagtaccact 


ctgtgcacgg 


agttggcatg 


gtgccagagt 


ggagcgacaa 


tagctaa 


1557 



<210> 5 

<211> 19 

<212> PRT 

<213> Artificial 



<220> 

<223> synthetic peptide 
,<400> 5 

Arg Gin Lys Val Ala Ser Asn His Ser Pro Phe Ser Ser Glu Ser Arg 
15 10 15 

Ala Leu Cys 

<210> 6 

<211> 29 

<212> DNA 

<213> Artificial 
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<220> 

<223> synthesized primer 
<400> 6 

cataaccaag gctagaaggc ggatgtttc 29 

<210> 7 

<211> 29 

.<212> DNA 

<213> Artificial 



<220> 

<223> synthetic sequence 

<400> 7 

gaaacatccg ccttctagcc ttggttatg 29 

<210> 8 

<211> 35 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic sequence 

<400> 8 

gggagcgcgc gtaatacgac tcactataga accgc 35 

<210> 9 

<211> 33 

<212> DNA 

<213> Artificial 



<220> 

<223> synthetic sequence 
<400> 9 
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ggttctatag tgagtcgtat tacgcgcgct ccc 

<210> 10 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic sequence 

<400> 10 

gaaatcactc ccaattaacg cgcgaat 

<210> 11 

<211> 31 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic sequence 

<400> 11 

ctagattcgc gcgttaattg ggagtgattt c 

<210> 12 

<211> 21 

<212> DNA 

<213> Artificial 



955-12 

33 



27 



<220> 

<223> synthetic primer 
<400> 12 

atggccgacg cagacgaggg c 21 
<210> 13 
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<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic sequence 

,<400> 13 
aggtctggtg ctggaacatt 

'<210> 14 

<211> 15 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic sequence 

<400> 14 
cgggcaaagc tgagc 

<210> 15 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> synthetic sequence 

<400> 15 

gctggcatac atgcaagctt gccgc 



